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CircRNA-seq U OO OO0
gooao gooao 0 gooao
OO0 bowtie2 version 2.0.6 -very-sensitive
Oooooo HTseqg-count | version 0.6.0. -m union -s reverse
oooooo circos version v0.62-1 default
NROODOOO blastx version 2.2.28 default
a0 ng_qc version 1.0 default
00 hisat2 version 2.0.4 -dta -rna-strandness RF
Hooo DDDDD Hooo RSeQC version 2.3.9 default
BAM [JSAMO O O O samtools version: 0.1.18 default
oooooog bedtools version v2.19.1 default
oo BWA-mem |version 0.7.8-r455 mem -t 4 -T 19
circRNAO O CIRI2 version 1.2 default
circRNAO O CIRI AS version 1.1 default
circRNAO O find_circ version 1.1 default
KEGGL O OO kobas version 2.0 Corrected P-Value<0.05
. EnrichmentMethod: Wallenius hmmscan
Gonoom GOSeq,topGO|  version 2.12 Padjust: BH Corrected P-Value<0.05
O O miRNAO O psRobot version 1.2 p1l
O O miRNAO O miRanda version 3.3a -sC 140 -en -10 -scale 4 -strict
00o0ooooooooon . log2foldchang>1 or log2foldchang< -1
0g DEGSeq version 1.12.0 && qualue<0.05
Hood DDDDD Hotd DESeq2 version 1.10.1 padj<0.05
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